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Selection of Bacteria from Some Food Products Antagonistic to Penicillium spp. on Citrus Fruit
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Abstract
Thirty three isolates of bacteria from food products were cultivated with 3 isolates of Penicillium spp., the
causal agents of green mold disease of citrus on potato dextrose agar. A bacterial isolate, KTV3 which has been
isolated from vinegar was capable to inhibit the growth of these molds. Microscopic observation revealed that the
mold’s hyphae near the inhibition zone were thicker and more vacuolar. The morphological and biochemical

studies on KTV3 indicated that this bacterium was Bacillus sp.
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ﬁﬁ’ﬂﬂﬁﬁﬂx‘iﬁﬂ@’]ﬁ‘?ﬁlﬂ&ﬁL%ﬂﬁ‘ﬂiﬂﬁ‘ﬂﬂ’ﬂi’]sﬁﬁlﬂ'}’mL"?J’N%I/u 500 ppm
Table 2 Efficiency of antagonistic bacteria isolated from food products on growth of Penicillium spp. exhibited as

clear inhibition zone.

Inhibition zone (cm)

Isolates Food Products
Penicillium sp. 1 Penicillium sp. 2 Penicillium sp. 3
KTV2 Vinegar with chili 1.80 1.20 2.65
KTV3 Vinegar with chili 2.30 3.80 4.75
KTS7 Fermented soybean - 0.75 0.60
KTS8 Fermented soybean 0.55 - -
KTY3 Yogurt 0.55 - 0.60
KTY5 Yogurt 0.55 - -
KTY6 Yogurt - 0.70 -
KTP8 Fermented Pork - 0.65 -
KTBS Fermented soybean from ) 0.55 0.60
Faculty of Agroindustry, CMU
Prochloraz 250 ppm - 3.00 3.30 3.10
Prochloraz 500 ppm - 3.50 3.70 4.20
PDB - - - -

Note - means no clear zone developed.
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Figure 1 Swollen mycelia of Penicillium sp.1 near inhibition  Figure 2 Normal mycelia and conidia of Penicillium sp. 1

zone of antagonistic bacterium isolate KTV3 on PDA. from 5 days colony on PDA.
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