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PCR Detection of Erwinia Soft Rot Associated Vegetable after Harvest

Chonlada Pokhum*

Abstract

PCR was applied to detection and classification of Erwinia spp. Isolate from 10 various vegetables including,
cauliflower, cabbage, Chinese cabbage, pak-choi, spinach, carrot, Chinese radish, cucumber, tomato and asparagus.
Primers Y, in which conserved sequences of pelB and pell53 of Erwinia carotovora, are specific to amplify 434 bp of
pel gene of E. carotovora. Primers ADE, in which conserve sequences of peld, pelD and pelE of Erwinina
chrysathemi, are specific to amplify 420 bp of pel gene of E. chrysanthemi. Primers Y showed the specificity to
amplify DNA of 10 Erwinia spp. Neucleotide sequences of PCR product using primer Y of all isolates showed
similarity with pel genes of E. carotovora. Neucleotide sequences of isolates from spinach and cauliflower had 90
and 94% similarity with pe/B while neucleotide sequences of the other isolates were in the rang of 90-96% similarity
with pell153. The classification obtained by phylogenetic tree analyses showed that all of 10 Erwinia spp. contained
in the same group with E. carotovora. Disease severity of E. carotovora was tested on the artificially would Chinese
cabbage. All isolates were able to macerate Chinese cabbage with different severity. E. carotovora isolated from
carrot showed the highest ability to macerate Chinese cabbage tissue. The activities of pectate lyase,
polygalacturonase, cellulose, and protease enzymes were undertaken using spectrophotometer and cup plate. The
result demonstrated that each isolate had variation in their enzyme activities. The E. carotovora isolated from carrot

was the highest production of all enzymes to cause tissue maceration.
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