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Identification of Lasiodiplodia species Causing Durian Fruit Rot Disease in Thailand
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Abstract

Durian fruit rot disease caused by Lasiodiplodia species is a serious problem of durian exporting market.
A high incidence of Lasiodiplodia theobromae has been reported in Thailand. This research aimed to characterize
the Lasiodiplodia species associated with durian fruit rot disease in Thailand currently. Samples of diseased
durian fruit were collected from different producing areas in the Eastern, North-eastern and Southern of Thailand.
Identification of 30 fungal isolates was obtained and based on morphological and cultural characteristics as well
as sequence data of the rDNA internal transcribed spacer region (ITS) and translation elongation factor 1-0. (EF1-
a). The DNA sequences of both loci were analyzed and deposited in GenBank. All isolates on half potato dextrose
agar (half PDA) grew rapidly and showed similar colony features with grey to dark grey mycelia. In addition to the
following data of ITS and EF1- o were identified as Lasiodiplodia species (L. theobromae, L. pseudotheobromae
and L. parva). Inoculation trial with Lasiodiplodia species collected from durian fruit consequently produced the
typical lesions on ripened durian fruit.
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Figure 1 Characteristics of Lasiodiplodia spp. (A) colony, (B) pycnidium. (C,D) immature and mature conidia of

L. theobromae (E) L. pseudotheobromae and (F) L. parva
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Figure 2 Maximum-likelihood tree obtained from combined alignment of internal transcribed spacer region (ITS)

and translation elongation factor 1-0L (EF1- Q) sequence data with bootstrap support value. The tree is

drawn to scale, with branch lengths measured in the number of substitutions per site.
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