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Identification of Lasmenia sp., the Causal Agent of Rambutan Fruit Rot and Infection of the Pathogen
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Abstract

Rambutan is an economically important fruit crop in Thailand. Most of the production is for domestic
consumption and also export in fresh and processed forms. However, fruit rot caused by numerous genera of
plant pathogenic fungi during storage is the important disease reducing the quantity and quality of the fruit. The
study of some rambutan pathogens in Thailand is infrequently. This research aims were to study on the infection of
the fungal pathogen including its conidial germination, and to identify the pathogens using molecular technique.
The causal agents of fruit rot were obtained from diseased fruits which harvested from rambutan growing areas:
Chanthaburi, Trat and Rayong provinces. The result revealed that there were 6 isolates of the pathogenic fungi
consisted of CMK-1, CK-1, TB-1, TKS-1, TKP-2 and RM-3. These pathogens could infect the fruit tissues and
expressed the symptoms with browning areas (1 cm in diameter) within 4 days after inoculation. The colony of the
pathogens on PDA is flat with green concentric ring spore masses. The fungi produced conidia with 6.5-8 x 2.5-3
pum, hyaline and oval shaped. Conidia could germinate within 6 hr on WA. In Thailand, these morphological
characteristics of the pathogens have been previously referred to the genera of Greeneria sp. In our study, six
isolates were investigated by the nucleotide sequencing analysis of rDNA-ITS regions. It was shown that PCR
products of all isolates (about 650 base pairs), were similar to the genus Lasmenia sp. CBS 124122 (Accession
no. GU797405) with 80-90% identity. The knowledge obtained from this study will be useful for investigation on
fruit rot disease of rambutan for future research.
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"Figure 1 Colony characteristics of Lasmenia spp. Figure 2 Spore characteristics of Lasmenia spp. on
on PDA incubated at 25°C for 7 days A) PDA, A) CMK-1, B) CK-1, C) TKS-1, D) TB-1,
CMK-1, B) CK-1, C) TKS-1, D) TB-1, E) E) TKP-2 and F) RM-3

TKP-2 and F) RM-3

Figure 3 Rambutan fruit rot diseases caused by artificial inoculation of Lasmenia sp. isolates A) CMK-1, B) CK-1,
C) TKS-1, D) TB-1, E) TKP-2 and F) RM-3, incubated at room temperature (25-30°C) for 4 days
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Figure 4 Spore germination of Lasmenia sp. isolate CK-1 at different periods of time A) 0 hr, B) 6 hr, C) 12 hr, D)
18 hrand E) 24 hr
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Figure 5 The neighbor-joining tree based on rDNA-ITS nucleotide sequence 6 isolates causing agent fruit rot
disease of rambutan. comparing with those of Lasmenia sp., Greeneria uvicola and Colletotrichum

gloeosporioides from EMBL and NCBI database via MEGA program 5.0 (bootstrap 1000 replicates)
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